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Main-chain bond lengths        

Asn 103

C O1.231

1.323

0.092

Asn 103

CA C1.525

1.426

0.099

Asn 103

N CA1.458

1.516

0.058

Phe 104

N CA1.458

1.559

0.101

Ala 275

CA CB1.521

1.462

0.059

Ile 409

CA CB1.540

1.482

0.058

Bonds differing by > 0.05A from small-molecule values. Values shown: "ideal", difference, actual

Main-chain bond angles        

Gly  57 - Gly  58

CA N

C

116.4

 18.3 98.1
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O N

C
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C CA

N
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N CB
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N CB
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Thr 311 - Pro 312

C CA

N
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Asp 383

CA O

C

120.8

 13.7107.1

Asp 383

N C

CA

111.2

 19.8131.0

Bond angles differing by > 10.0 degrees from small-molec values. Values shown: "ideal", actual, diff.

Planar groups        
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Planar groups (contd)

Tyr 238
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Phe 253
0.044
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Asn 262
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Asp 347
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CB 

Phe 353
0.043

CB 
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0.037

CB 
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CB 

Sidechains with RMS dist. from planarity > 0.03A for rings, or > 0.02A otherwise. Value shown is RMS dist.


